
Motivation: ReNovo Combines the Strengths of Both 
Database Search and De Novo Sequencing Methods

ReNovo: A Novel Retrieval-based De Novo Peptide 
Sequencing Methodology
• Model Training: ReNovo undergoes supervised training using training data
• Datastore Building Stage: ReNovo generates context feature - target amino 

acid pairs using the training dataset, which are then stored in the datastore
• Retrieval-Based Inference Stage: ReNovo model will retrieve the datastore 

and incorporate the retrieved pairs information to make the final prediction

Experimental Results

• ReNovo Achieves Significant Improvement in Peptide-level Metrics

• The Time and Storage Consumption of the ReNovo Model Is Minor
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• ReNovo Can Be More Accurate with The Assistance of The Datastore
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